A Gram-stain-negative, crescent-shaped, non-motile, aerobic bacterium was isolated from a saltern at Nari along the Bhavnagar coast, Gujarat, India. The strain designated JC344
The genus Lunatimonas proposed by Srinivas et al. (2014) is a member of the family Cyclobacteriaceae (phylum Bacteroidetes) and is represented by one species [monospecific genus; Lunatimonas lonarensis (Srinivas et al., 2014) isolated from an alkaline soda lake]. Cells of which stain Gramnegative, are non-motile, strictly aerobic, half-moon-shaped and oxidase-and catalase-positive. Fatty acids iso-C 15 : 0 , anteiso-C 15 : 0 , iso-C 17 : 0 3-OH, iso-C 17 : 1 !9c and C 16 : 1 !7c/ C 16 : 1 !6c (summed feature 3) are present. Major respiratory quinone is MK-7 and the species has phosphatidylethanolamine and a few unidentified polar lipids. The DNA G+C content is about 46.8-46.9 mol%. During our studies on bacterial diversity of hypersaline habitats of India, strain JC344
T was isolated from a solar saltern and was characterized by a polyphasic taxonomic approach.
JC344
T was isolated from a saltern at Nari along the Bhavnagar coast, Gujarat, India (GPS position of sampling site: 21 78¢ N 72 08¢ E). A sample (1 g) was serially diluted [in 0.8 % (w/v) NaCl] and plated on marine agar 2216 (Marine agar, MA; Himedia M384). Several different colony morphologies were observed on the plates that were incubated at 30 C for 2 weeks and a pink-orange colony was purified by repeated streaking and the purified isolate was designated as JC344
T . On the above described medium, colonies of JC344 T were round, 2-4 mm in diameter, convex, smooth and pink-orange in color. Other morphological properties (cell shape, cell size, motility) of JC344 T were observed directly and also after Gram-staining using a BH-2 phase-contrast microscope (Olympus). Cells were crescent shaped (0.3-0.5 µm wide, 2-3 µm long; Fig. S1 , available in the online Supplementary Material), Gram-stain-negative, non-endospore forming, non-motile and divided by binary fission.
Genomic DNA was extracted and purified according to the method of Marmur (1961) and the G+C content of the DNA of JC344 T , as determined by HPLC (Mesbah et al., 1989) , was 43 mol%. DNA was extracted and purified by using a Qiagen genomic DNA extraction kit. Recombinant Taq polymerase (Genei) was used for PCR and 16S rRNA gene sequencing was carried out as previously described (Lakshmi et al., 2011) . BLAST search analysis of 16S rRNA gene sequence of JC344 T (1381 nt) using the EzTaxon-e server (Kim et al., 2012) showed highest sequence similarity with Lunatimonas lonarensis AK24 T (95.5 %) and with other members of the family Cyclobacteriaceae (<92.8 %). The 16S rRNA gene sequences were aligned using the SILVA incremental aligner (SINA; http://www.arb-silva.de) and MEGA-7 (Kumar et al., 2016) software was used for phylogenetic analyses. Distances were calculated by using the Kimura two-parameter method (Kimura, 1980) in a pairwise deletion procedure. Neighbour-joining (NJ), maximum likelihood (ML) and minimum evolution (ME) methods in the MEGA 7 software were used to reconstruct phylogenetic trees and a combined phylogenetic tree (NJ, ML, ME) indicated that strain JC344
T forms a clade with the type strain of the genus Lunatimonas (Fig. 1) . Further characterization of JC344
T was done together with Lunatimonas lonarensis JCM 18822 T .
The physiological properties of sJC344 T were determined in the marine broth 2216 (MB), and growth was measured turbidometrically (OD 540 ). Growth at different pH (range 5-12; with intervals of 0.5; buffered with CH 3 COONa-CH 3 COOH buffer for pH 5.0, K 2 HPO 4-KH 2 PO 4 buffer for pH 5.5-8.0, NaHCO 3 -NaOH buffer for pH 8.5-11.0 and Na 2 CO 3 -NaOH buffer for pH 11.5-12.0), temperatures (4, 10, 15, 20, 25, 30, 35, 37 and 40 C) and salt concentrations (0-14 % w/v, with intervals of 1 % w/v) was tested. JC344
T was able to grow up to 8 % (w/v) NaCl (optimum 2 %). Temperature and pH optima for growth were 30 C (range 25-35 C) and pH 8 (range 7.0-11.0).
Hydrolysis of starch, casein, Tween 80, gelatin, urea, DNA; oxidase, catalase, nitrate reduction, indole production, methyl red, Voges-Proskauer, citrate utilization and other biochemical/carbohydrate tests were carried out in the prescribed media as described by Cappuccino & Sherman (1998) and Smibert & Krieg (1981) , Smibert & Krieg, 1994 ). JC344 T was positive for catalase and oxidase. Starch, gelatin, Tween 20, casein, urea and DNA were not hydrolyzed by JC344
T . Indole was not produced from L-tryptophan. Nitrate was not reduced. Additional biochemical tests were performed using API 20NE (bioM erieux) according to the manufacturer's instructions which was outsourced through NCIM, CSIR-National Chemical Laboratory (Pune, India). According to API ZYM, JC344
T produces acid phosphatase, alkaline phosphatase, esterase (C4), leucine arylamidase, valine arylamidase, naphthol-AS-BI-phosphohydrolase, N-acetyl-b-glucosaminidase, b-glucosidase and a-mannosidase, weakly produces esterase lipase (C8) and lipase (C14) but does not produce cysteine arylamidase, trypsin, a-chymotrypsin, a-galactosidase, b-galactosidase, b-glucuronidase, a-glucosidase and a-fucosidase.
Utilization of organic carbon compounds as carbon sources/ electron donors for chemoorgano-heterotrophic growth was tested in the mineral salt medium, containing (g l 
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Fontibacter flavus CCUG 57694 T grown in MB, under aerobic conditions until 70 % of maximal optical density was reached (early stationary phase). Polar lipids were extracted from 0.1 g freeze-dried cells with methanol/chloroform/ saline (2 : 1 : 0.8, by volume) and the lipids were separated using silica gel TLC (Kieselgel 60 F254; Merck) by twodimensional chromatography using chloroform/methanol/ water (30 : 10 : 1 by volume) in the first dimension and chloroform/methanol/acetic acid/water (35 : 7 : 6 : 1.5 by volume) in the second dimension (modified after (Oren et al., 1996) . Total polar lipid profiles were detected as described by Kates (1972) and Oren et al. (1996) . JC344 T contained phosphatidylethanolamine (PE) and four unidentified lipids (L2, L3, L5 and L6; Fig. S2 ) that, based on their staining behavior, did not contain either a sugar moiety or a phosphate or an amino group. JC344
T shared the presence of PE and unidentified lipids L2, L3, L5 and L6 with L. lonarensis JCM 18822
T , but differed in the absence of unidentified lipids L1, L4 and L7. Respiratory quinones in strain JC344
T and the most closely related type strain, L. lonarensis JCM 18822 T , as analyzed by the method of Xie & Yokota (2003) have menaquinone-7 (MK-7) as the only quinone.
The fatty acid methyl esters were prepared, separated and identified according to the instructions for the Microbial Identification System [Microbial ID; MIDI version 3V 6.0-2007; RTSBA6 database; 6850 series II gas chromatograph (Agilent)] (Sasser, 1990 ) which was outsourced through Royal Research Laboratories (Secunderabad, India). Major fatty acids (>10 %) of JC344 T were iso-C 15 : 0 , anteiso-C 15 : 0 and summed feature-9 (iso-C 17 : 1 !9c and/or C 16 : 0 10-methyl). JC344
T has minor amounts (>1-<10 %) of summed feature-3 (C 16 : 1 !7c and/or C 16 : 1 !6c and/or iso-C 15 : 0 2-OH), summed feature-4 (iso-C 17 : 1 I and/or anteiso-C 17 : 1 B), iso-C 16 : 0 , iso-C 15 : 0 3-OH, iso-C 17 : 0 3-OH, anteiso-C 17 : 1 !9c, C 15 : 1 !6c, C 17 : 1 !6c, C 17 : 1 !8c and C 16 : 1 !5c. JC344
T differed from L. lonarensis JCM 18822 T in the presence of iso-C 15 : 0 3-OH, iso-C 17 : 0 3-OH, anteiso-C 17 : 1 !9c, C 16 : 1 !5c, C 17 : 1 !6c, C 17 : 1 !8c and summed feature-9 (Table 1) . Absence of iso-C 10 : 0 , anteiso-C 13 : 0 , iso-C 14 : 0 , iso-C 17 : 0 , anteiso-C 17 : 0 , iso-C 13 : 0 3-OH, C 14 : 0 , C 16 : 0 , C 16 : 0 2-OH, C 17 : 0 2-OH, C 16 : 1 !11c, C 17 : 1 !9c, C 18 : 1 !9c, C 20 : 1 !7c and summed feature-8 in JC344
T further differentiates it from L. lonarensis JCM 18822 T (Table S1 ).
Phylogenetically ( Fig. 1) and phenotypically (Table S2 ; Srinivas et al., 2014; Raj & Maloy, 1990; Yang et al., 2012) JC344 T and L. lonarensis share distinct features which separate the two taxa from rest of the genera of the family Cyclobacteriaceae justifying the proposal of Srinivas et al. (2014) T . Data pertains to studies perfomed at the authors laboratory under identical growth conditons; Both the strains were halfmoon-shaped, non-motile, pinkish to orange in color, divided by binary fission and had a MK-7 quinone system. Both the strains were positive for catalase and oxidase but negative for lipase, urease, indole production, methyl red and Voges-Proskauer reactions; Gelatin, starch, casein, DNA and Tween 20 are not hydrolyzed; H 2 S is not produced; With API 20NE, both the strains produced alkaline phosphatase, esterase (C4), leucine arylamidase, valine arylamidase, acid phosphatise, naphthol-AS-BI-phosphohydrolase and N-acetyl-b-glucosaminidase but not trypsin, a-chymotrypsin, a-galactosidase, bgalactosidase, b-glucuronidase and a-fucosidase. Arabinose, pyruvate and lactose were utilized by both the taxa. Melibiose, inulin, dulicitol, inositol, L-malate, L-lactate, D-mannose, rhamnose, D-trehalose, adonitol, L-arabitol, D-cellobiose, D-glucose and sodium citrate were not utilized by both taxa. Phosphatidylethanolamine and unidentified lipids (L1, L4, L5) are common to both taxa. +, Good growth; À, no growth; W, weak growth. 
for the creation of a novel genus, Lunatimonas. The high (4.5 %) 16S rRNA gene sequence divergence between JC344 T and L. lonarensis AK24 T indicate that JC344
T represents a novel species as per the recommended standards of species delineation (Stackebrandt et al., 1994; Stackebrandt & Ebers, 2006 (Table 1) . Furthermore, differences were also observed in the fatty acid composition (Table S1 ), polar lipids (Fig. S2) and DNA G+C content to justify the description of strain JC344
T as representing a novel species of the genus Lunatimonas for which the name Lunatimonas salinarum sp. nov. is proposed.
Description of Lunatimonas salinarum sp. nov.
(sa.li.na¢rum. L. gen. pl. n. salinarum of salt works).
Cells are Gram-stain-negative, crescent shaped, 0.3-0.5 µm wide, 2.0-3.0 µm long, non-motile, aerobic and divide by binary fission. Colonies on marine agar are round, with smooth margins, flat to raised and pinkish to orange in color. Growth occurs at 25-35 C, with optimum growth at 30 C. pH range for growth is 7-11, with optimum growth at pH 8. Tolerates up to 8 % NaCl (w/v) with optimum growth at 2 % NaCl (w/v). Catalase and oxidase activities are positive. Indole is not produced from tryptophan. Methyl red, Voges-Proskauer, H 2 S production, nitrate reduction and citrate utilization test are negative. Gelatin, Tween 20, casein, starch, urea and DNA are not hydrolyzed. Acids are not produced from D-sucrose, maltose, D-pyruvate, D-cellobiose, D-adonitol, melibiose, trehalose, sucrose, D-galactose, rhamnose, mannitol, inositol, sorbitol and arabinose; produces acid from lactose. Growth is supported by sucrose, D-maltose, D-pyruvate, D-sorbitol, D-fructose, raffinose, arabinose, sodium gluconate, glycerol, D-lactose, mannitol, sodium acetate, casamino acids, ribose, galactose and peptone. Substance which do not support growth include: xylose, salicin, dulcitol, adonitol, inositol, glycine, rhamnose, benzoate, fumeric acid, mannose, glycolic acid, malic acid, tartaric acid, methionine and citric acid. MK-7 is the only quinone. Phosphatidylethanolamine and four unidentified lipids (L2,3,5,6) are the polar lipids. The fatty acid conposition consists of iso-C 15 : 0 , anteiso-C 15 : 0 , iso-C 16 : 0 , iso-C 15 : 0 3-OH, iso-C 17 : 0 3-OH, anteiso-C 17 : 1 !9c, C 15 : 1 !6c, C 17 : 1 !6c, C 17 : 1 !8c and C 16 : 1 !5c, summed feature-9 (iso-C 17 : 1 !9c and/or C 16 : 0 10-methyl), summed feature-3 (C 16 : 1 !7c and/or C 16 : 1 !6c and/or iso-C 15 : 0 2-OH) and summed feature-4 (iso-C 17 : 1 I and/or anteiso-C 17 : 1 B).
The type strain is JC344 T (=KCTC 42988 T =LMG 29259 T ) which was isolated from the salt saltern at Nari on the Bhavnagar coast, Gujarat, India. The DNA G+C content of the type strain is 43 mol%.
